Abstract
Introduction

43
Yeasts are a big and heterogeneous group of eukaryotic microorganisms belonging 
56
Probiotics are defined as live microorganisms which, administered in adequate 57 amounts, confer a beneficial effect on the host health (FAO/WHO, 2006). Several 58 criteria are required for a microorganism to be considered as probiotic: it must be 59 innocuous, causing neither toxicity nor illness to the host, it must be in high amounts in 60 the product with which it is administered and maintain its viability during its shelf-life, between 10 and 30 kDa, conventionally constituted by two or three subunits (Golubev, 83 2006), which have been found to be widely spread amongst yeasts (Lowes et al., 2000) .
84
The majority of probiotic strains belong to the genera Lactobacillus and capable of growing at 37 °C were further analysed to check their survival to simulated 127 GI digestion. For this purpose, they were exposed to two models of GI transit, each one for a microorganism to be tested for probiotic traits. Furthermore, the strains P. 
224
The tolerance to the GI transit of the 62 strains able to grow at 37 °C was 
Antioxidant activity
256
All the strains tested exhibited antioxidant activity in different levels (Table 3) .
257
Among the 59 yeasts analysed, only one strain (1.7%) showed low antioxidant activity, (Fig. 1) , ranging from 83.3 ± 0.1% 335 for S. cerevisiae IFI-87 to 99.8 ± 0.0% for S. pombe IFI-936 and S. cerevisiae IFI-244.
336
At 2 h, the auto-aggregation percentages showed a high level of variability, oscillating higher from 4 to 24 h than from inoculation time to 4 h. As can be seen in Fig. 1 protruding from the wall (Touhami et al., 2003) . This may explain the differences found 362 in our study among the strains tested. 
